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Expression and regulation mechanism of PVT1 in lung cancer
JIANG Jia, LI Weidong , DING Xianfeng
(School of Life Science and Medicine, Zhejiang Sci-Tech University, Hangzhou 310018,China)

Abstract: Long non—coding RNA(LncRNA) is a member of the non-coding RNA family.Recent studies
have found that IncRNA plays an important role in theoccurrence and development of many tumors.In this
study, 5 IncRNAs with large expression differences in lung cancer samples were screened out from the
TCGA database, and IncRNA expression changes in clinical lung cancer, para-carcinoma tissues and the
plasma of old lung lesions were detected by RT-qPCR. Besides, one IncRNA with the most significant
expression was analyzed by bioinformatics. The results of RT-qPCR showed that the LINC00467 had no
significant difference in lung carcinoma tissue and para-carcinoma tissue. The expression of CDKN2A-
ASland MIR31HG in lung cancer tissues was reduced, while the expression of EXOC3-AS1 and PVT1
increased in lung cancer tissues, and PVT1 was most significantly up-regulated in lung cancer. The
predicted results showed that 5 miRNAs related to lung cancer could interact with PVT1, and the
potential target genes of 92 mRNAs were predicted, revealing the regulation mechanism of PVT1
competitive endogenous RNA in lung cancer. This paper lays the foundation for further understanding the
occurrence and development of lung cancer.
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