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Development of a molecular marker for the barley semi-dwarf gene ari-e .GP
XIE Siyu'? \WU Kangjing'? \WANG Feifeng' \LAI Lihua' » ZHU Jinghuan® . JIA Qiaojun"
(1.College of Life Sciences and Medicine, Zhejiang Sci-Tech University, Hangzhou 310018, China;
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Abstract: The recessive semi-dwar{ gene ari-e.GP derived {rom barley variety Golden Promise has the
most important value for barley dwarf breeding. In order to promote the application of ari-e.GP gene in
marker-assisted selection of barley breeding, a dCAPS (Derived Cleaved Amplified Polymorphic Sequence)
functional molecular marker dcDepl was developed in this study. The marker dcDepl is a co— dominant
marker and shows the significant polymorphism between medium/tall barley variety with Ari-e.GP and
semi-dwarf variety with ari-e.GP. So, it can accurately distinguish the two genotypes. The dcDepl marker
was used to carry out genotype detection and plant height determination for Zang QB09/Golden Promise
F2 and Dash/VB9104 double haploid (DH) segregation population. It was found that the genotype
outcome of ari-e.GP was totally in accordance with the phenotype of plant height, which further verifies
the accuracy of dcDepl molecular marker selection. This method was applied for marker—assisted selection
of breeding for ari-e.GP , which could effectively and fast introduce the target barley varieties, and speed
up the breeding process of semi~dwarf barley varieties.
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