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NFL I Ak Beap-37 19 i 2H 2B AR 52
=BT - W Beap-37 21 i k42 A0 = 40 B 5 T2
B b2 21 T, DNA Ligase. rTaq fiff . RNase 1]
#1355, ANTP. Universal Genomic DNA Extraction
R & 3 TaKaRa /A ] 5 540 RNase #5575 A
et KRB ER AR A RA A R — Ol
(DEPC) |5 & i FE ARk (Triton X-100) B3
FEZWE R (DTT) W A T TR CE
W B AR R & L N 2R
(EGTA) | LIHFLTE £ — i (NP-40) \MgCL, 1§ H
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TR EE b IR RIS 2R 2R, i 200 pL Fiv& 1)
st b i 24 A% W (10 mM Tris-HCI (pH7. 5)5 1 mM
EGTA (pH8. 0);0. 1 mM PMSF;5 mM B-3i 5 £ % ;
1% NP-40;0. 25 mM & NHEREN ;10 % H 35 150 mM
NaCl;1 mM MgCl,) & 100 U RNase #4155, 5853+5)
WIS A 1.5 mL EP 45, % F K I 25 min,
16 000 r/min &.0» 20 min, B E{ERAA T —80°C,
15 NanoDrop 2000 Spectrophotometer Il 72 i ir. fiff £
BOR AR &, mE 3 G BCHE.

AR S5 I SR JFH R 08 1) 0 3o AR 2 I Ak R
(50 pL): 2. 5 pL TrissHCI(1 M, pHS. 3),10 puL
MgCl, (25 mM), 5 pl. EGTA (100 mM), 2. 5 pl
KCI(1 M), 0.5 pL. Triton X-100(10%),0. 5 pL
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20 pk J i ssDNA - [ ssDNA 0]
Beap-37 #ff &3t /ng & /ng #1l/ng
M1 3711+£130 3509+155 202
M2 40214130 3621+£75 400
Cl 4 667+115 3 880+25 786
M3 3805+45 3552+28 253
M4 4 203+85 3472433 731
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668. 585, 715. 500, 749. 616 ng F1 841. 607 ng,
BN T B4 5 38 3 DNAZ 1 1 153, 19 2100 |

AREAS CL Y 18 5 G (0 (AR J B 10 ok o 32 1 8
498 bp, MT-hTER 4{FEA M1, M2 M3 Fl M4 fiihi
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M: 250 bp DNA Ladder Marker; 1: MT-hTER ZHAEA M1;2. MT-

hTER 4FEA M2; 3. X4 FEZH BE A C154: MT-hTER 4 FEA M3;

5: MT-hTER4 #: A M4

Bl 1 A2 18 S i ks PCR 7347~ Wy Tk 45 4
F2 ANEK18SLBEEEIRK PCR 1

FYEENITER

NFLIE ke PCR™Y)  1/2 Bihy sk Py
Beap-37 #4< BE/ng o fE/bp KE/bp

M1 668. 585 765 431
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Research on Effect of Telomerase RNA Template Site-specific

Mutagenesis on Cancer Cell Bcap-37
WEI Jing-hang , YANG Li-yuan, ZHENG Jie, LUQi, HE Dan- feng » LIU Xiao-chuan
(Bioengineering Institute, Zhejiang Sci-Tech University, Hangzhou 310018, China)

Abstract: Telomerase is rarely expressed in normal somatic cell, but highly expressed in most human
malignant tumor and cell lines. This implies that telomerase activity might be closely related to tumor.
This research observes the effect of telomerase RNA template site-specific mutagenesis by detecting telom-
erase activity, telomere length and cell apoptosis with tumor tissue block formed in nude mouse inoculated
with human mammary cancer cell line Beap-37 as the experimental material. The result shows that samples
in MT-hTER group have a lower telomerase activity and shorter telomere length than the control group;
the karyomorphism is not stable enough and there is cell apoptosis; however, in the control group, the
karyomorphism is stable and cell apoptosis rarely occurs. Results above indicate that telomerase RNA tem-
plate site-specific mutagenesis changes the telomerase activity, telomere length and cell apoptosis occur-
rence rate of human mammary cancer cell line Bcap-37 to a certain extent.

Key words: human mammary cancer cell line Bcap-37; telomerase activity; telomere length; cell apop-

tosis
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