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Cloning, Expression and Subcellular Localization of a Novel Gene

Bmbzj from Silkworm Pupae (Bombyx mori)
GAO Zhen', BU Yuan-hong ', JIN Bang-ze ', YU Wei ', LIU Yue®* ,CHEN Jian', ZHANG Yao-zhou'
(1. Institute of Biochemistry, Zhejiang Sci-Tech University, Hangzhou 310018, China;
2. School of Applied Technology, Zhejiang Economic &. Trade Polytechnic, Hangzhou 310018, China)

Abstract: A novel gene is identified in the process of analyzing the cDNA sequences from the Bombyx
mori pupa cDNA library constructed by our laboratory (GenBank Accession: DY231426) . The gene
shares low homologous with other genes and has no conserved sequence, it is named as Bmbzj. The full
length of gene Bmbzj is 661 bp, which contains 5'UTR (99 bp ), ORF (486 bp) and 3'UTR (76 bp). The
gene Bmbzj is subcloned from Bombyx mori pupa cDNA library and inserted into prokaryotic expression
vector pGEX4T-3, Escherichia coli Rosetta are transformed with the recombinant plasmid, the recombi-
nant protein expression is induced with IPTG. The recombinant fusion protein GST-Bmbzj is purified using
GST Trap FF column chromatography. Purified GST-Bmbzj is used to produce anti-Bmbzj polyclonal anti-
body. The subcellular immunofluorescence localization results indicate that the Bmbz;j is distributed in cy-
toplasm.
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