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Establishment and application of a polymerase chain

reaction detection method for porcine sapelovirus
ZHANG Wei, HAN Yinzhuo, JIANG Yonghou
(College of Life Sciences and Medicine, Zhejiang Sci-Tech University, Hangzhou 310018, China)

Abstract: Porcine sapelovirus (PSV) is one of the main viruses that cause diarrhea in pig herds. To
establish a fast and accurate polymerase chain reaction (PCR) detection method for PSV, specific primers
were designed targeting the 3D conserved region sequence of PSV, and the PCR annealing temperature was
optimized. The specificity and sensitivity of the established PCR detection method were analyzed and
applied to field samples on pig farms. According to the results, the established PCR detection method
could specifically amplify the PSV target virus, while it produced no bands for other non-target pig
diarrhea viruses, and the lower detection limit was 5 copies/ul.. The positive rate of PSV was 7. 95% in 88
healthy pig fecal samples collected in Zhejiang province. This PSV PCR detection method demonstrates
excellent specificity and sensitivity, and can be applied in the early diagnosis and prevention of PSV.
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