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Identification of cell cycle-related biomarkers in

colon adenocarcinoma
YU Qiuyi, HE Ping’an
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Abstract: Colorectal cancer is a kind of cancer with a high fatality rate, and colon adenocarcinoma is
its most common pathological subtype. The exploration of cell cycle-related genes, growth factors and
hormones related to colon adenocarcinoma is of great value for the study of pathogenesis, diagnosis and
treatment of colon adenocarcinoma. Weighted gene co-expression network analysis was used to construct
gene co-expression network for the colon adenocarcinoma samples from TCGA and GTEx databases.
Significant modules related to colon adenocarcinoma were selected by using the correlation coefficient of
module eigengene and sample characteristics. Differentially expressed genes and module function
information of significant modules were obtained by differential expression gene analysis and enrichment
analysis. Survival analysis was used to identify cell cycle-related biomarkers of colon adenocarcinoma.
Furthermore, the endogenous factors inducing colon adenocarcinoma were inferred based on the protein-
protein interaction network. Finally, seven cell cycle biomarkers (CDC45, EREG, PBK, TOP2A,
PER1, SNCG, and NGFR) and four endogenous factors (ANP, BNP, FGF, and NGF) related to colon
adenocarcinoma were identified. These biomarkers and endogenous factors can be used as the basis for

diagnosis and treatment of colon adenocarcinoma.
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