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Preliminary study of identification of medicinal material
Dendranthema morifolium “Hangbaiju” and Dendranthema morifolium
“Gongju” based on the HRM technology

CHEN Shaoning s GU Xiaochuan , JIANG Penghui, LI Qingyan
(College of Life Science, Zhejiang Sci-Tech University, Hangzhou 310018, China)

Abstract: Medicinal materials Dendranthema morifolium *“ Hangbaiju” ( D. morifolium,
“Hangbaiju”) and Dendranthema mori folium “Gongju” (D. mori folium, “Gongju”) were identified using
high resolution melting (HRM) technology and ITS2 sequences were used as authentication sequences.
This research provides a new molecular technology for identification of medicinal materials. HRM were
carried out using dried materials of D. mori folium “Hangbaiju” and D. mori folium “Gongju” and 1TS2
sequences as DNA barcode. Methods for identification of D. mori folium “Hangbaiju” and D. mori folium
“Gongju” using HRM were established. The normalized melting peak curves and different plot were
characterized. Total 10 commercial D. mori folium samples were detected and identified by this method.
As a result, D.morifolium “Hangbaiju” and D. mori folium “Gongju” can be easily distinguished by this
method.

Key words: high resolution melting curves; Dendranthema morifolium “Hangbaiju”; Dendranthema

mori folium “Gongju”; DNA barcode; ITS2 sequences
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