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Bmp24d iREMNEXEBZEZATFEERAHR
S EREFSHERNZ N

B BT OB, SEMFC,IRRE 2, EERY
(ML ITRKF.a AWILFHFRH; b L EREAMR B BRAYES T EEET, 4N 310018)

W E: AR Bmp24 k

(Bmp24-ko-Bacmid) #= Bmp24 145 %! 9% % (Bmp24-re-Bacmid) ,

W 6g A4 sh4e, #) A Red 4044 £ F» Bacto-Bac % % #2& Bmp24 5 % A )% &

R )z ¥ Bmp24-ko-Bacmid, Bmp24-re-Bacmid vA & ¥

A& 9% A (witBacmid) £ #) 58 4 BmN 28 i, 5 308 E 0 2RI 3 AR A Z AR E N T RBEFE WL,

12 Bmp24-ko-Bacmid & &/ B 48 84 7 AL 2 2% T A0 7 #9524 (P<<0. 05) .
BARMMG RS P AXTAAEMOEGRMRRELT,

B agmpa T AH V& m R GAFREM, T Ae B AR

W, 45 UL AR 4 F & I, Bmp24-ko-Bacmid

qPCR W4 R 7. Bmp24 Bk R AaHam A B 469 24, A #F qRT-PCR 4 R % = Bmp24 5 k4% T2 | w547
R B Aok 0 B 69 3 KT BB T B A A R A (P<<0.05),
K@ FEEA S AR AE;Bmp24 3} H;Red £41 % % ; Bac-to-Bac 2%

HESES: Q812

0 31 &

FRIRIFRE (baculovirus) i — 28 BLAT 9 A0 2 1) XL
B DNA RALTEE, B 19 1E EFEIRE] 600 Z 5, &
CRE U B PRI R . AR TR 7
Fhix — W ERES N 4 REY  ofFRIEH B
Alphabaculovirus ( lepidopteran-specific
polyhedrovirus NPV) | 41 1R J% 7 J& Betabaculovirus
(lepidopteran-specific gran-uloviruses) . ¥ Ik J% B¢ J&@
Gammabaculovirus (hymenopteran-specific NPV), 8-+
W EEJE Deltabaculovirus (dipteran-specific NPV),

K& B 2 M KN & (Bombyx mori
nucleopolyhedrovirus, BmNPV ) (T3 %k ) &
Alphabaculovirus FBL5 22—+ H M2 #5320
S JE KA FEY S AT ARE £ iR
XL P RSP IE R D REE S 2. 241k, K
ZYFT 6550 I KL PR g ARG B i 45 3 B Lef 37
le fAN le 117 4, 25 4 3L A Acl43) . ODV-ES6

nucleo-

Wk B 2015—02—11

FEWH . EEEHBAYF A RITRI“8637Hi H (2011AA100603)

NEARERD: A XEHS: 1673-3851 (2016) 01-0109-07

S| FTIAS: 010704

Bm60™® 38K 1 Bm6717 F1 Bm91™Y =
p24 FE TR H fF R Mk A 2 AR e B

( Autograph  californica  multiple  nuclear
polyhedrosis virus, AcMNPV) Fl # 2 7 ik 1% i £

i 1K G %% (Orgyia pseudotsugata multicapsid
nucleopolyhedrovirus, OpMNPV) M2 eh #8247 T £
PR R AR 1 BE IR DX Sl B3 TR 1 5 W S0k I 13
HE (open reading frame ORE) H {58 —A4, TR &
i K/ R 210 2KDa, fE OpMNPV - p24 JE
PG T —FP AR Se A R 1 s FE SR R I A &2
AR (Lymantria dispar multiple embedded
nucleopolyhedrovirus, LAMNPV) i p24 /9 [F] 5 F
B N-vity - i 26 (U000 73 140 11KDa 'Y, 5%
KBRS & L p24 #E AcMNPV Fil OpMNPV Hi ol
MG IRBE A, MR LAMNPV HZ i R oy 451 3Rk
SRR/ p24 S HAG 254 AR M RAE 1) 2R
P AR PR A i 2 AR Y A v 9 7 LA o e
SR LA S AE AN R R A e R R D RE . DFTE D

PEF TR B BRA1988—) Lo, ZBMERG A WEWF0A: T AR S e 5 8 1 BT 4L 2y T F o
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Bmp24 fii F BmNPV FE[H 4 ) 101, 563-102,
150 nt, I 2 1 43 75 K 21, 8 KDa, A S5 LA
Bmp24 B A FERTG  IRFIZ I X BmNPV
BRI I S M AR B2 D A R A IR FE AR
KRG AERLRT TR
1 Rl AEE
L1 RS

FEMM BmN, DH10Bac (& Helper plasmid,
& pKDA6 JiThr, A %3k phage ARed B R 50 5
KIGFF R E R TGL; BUbi pKD3 (B @8 R Pk
cat) FJEURL pFastBacHTB 34y A SE 40 28 fR A7

T4 JZEFE (TaKaRa 23 7)) RN DIEE BanHI
Fil EcoR] (TaKaRa 23 w]) ; Dpnl (Promega 2+ #)) s PCR
SN A SR 53070 CTOYOBO 23 5] 5 i 4 L35 0
sf-900TMII SFM(1X) (Life technologies 23 #)) ; g FifA
B YUAGR A SYBR Green SZHT 9t it PCR R &
(Roche A D s HARRGRIB R E 44t
L2 Jik
L.2.1 Bmp24 BRI R A 48 0E

Ph pKD3 5 Rz A 455 AR » Bmp24-C1/C2 hy 51 47
PCR 34545 & A Bmp24 [R)JVH MG 8 R (can) 2
MIZNE B, o 1 sk e A 18 B 0 S S S B 1 S
e el MR BB A THERCR AR SLE F PCR 771
BMRIEAT 1 3K PCR, AT F BLain 45 24 Bmp24-C,
¥ Brop24-C F) A CaCly 4800k B A6 2 6 45 4F 1)
DH10Bac( pKID46 Bk JEAZ 25 4M P 7 Red H4H
AR T 75 Brop24-C 55 Bmp2d JRHERIIRE A, B
a2t LB FEAEAR (G Kan F1 Con JTi) i , PRBEHEA T
PCR ¥ E. % E 519415 9 Bmp24-up I Bmp24-
down. cat-F F1 Bmp24-down, Bmp24-up F1 cat-R(FE 1),
A B2 BRI A5 Brnp2t ko Bacmid

L) wtBacmid F K 40 AR, pFastBacHTB-p24
F/R J514), PCR 4345 Bmp24 BF e FilF 60 bp
KA CEIREI O P I LM R B, 1% 45 2 56 7% 404K
pFastBacHTB I, 3y 4 & pFastBacHTB-p24, #R)5
¥4 pFastBacHTB-p24 % 1k 3] 2 ] 45 i Bmp24-ko-
Bacmid &3 S ML @ 4 & Kan, Gen, Tet $iitk
Lo PTG Xogal 1) LB [ 47 At 47 85 11 5 B 6 85
I PRI BT PCR %5 . S5 45 MISF
Al M13R, MI3F #1 pFastBacHTB-p24R, pFast-
BacHTB-p24F il M13R(F% 1), 3£151) Bmp24 B85
RN R 44 N Bmp24-re-Bacmid,

F1 Bmp24 RRBFIMEEEREHERERE
HEBATAY G5

LB 51975
5-TCACGATGGCTATTTGGAACTAAC-

Bmp24-C1  CGCOGCCGCCAAAATC GTGTAGGCT-
GGAGCTGCTTC-3" " F Rk Jy [m] 5 e
5-AGGACGTTTTTTATTATTCAAATTG-

Bmp24-C2  TAATTTGACAGATAT  ATGGGAATT-

AGCCATGGTCC -3, FRIZ N [F I
Bmp24-up  5-ATGAAAACGGACGCCCAG-3’
Bmp24-down 5 -TTATTGTATTCAGACTGC-3'

5'-CACGTTTAAATCAAAACTGGTG -3’

5'-CAATATGGACAACTTCTTCG-3’'
pFastBacHTB- 5-CGGGATCCTAATTCTATCTTTT-

cat-F

cat-R

p24F TATC-3"FRIZH BamH T B
pFastBacHTB- 5'-CGGAATTCCAAACAAATGCTA-
p24R AACGA-3"F R/ EcoR 1 Fg¥)f s

MI13F 5'-GTTTTCCCAGTCACGAC-3'
MI3R 5'-CAGGAAACAGCTATGAC-3'

W

Bm p24 5 g5 T AR iR g (] 1-2) FME LAY
S5 EE (& 1-b) AR S W

Bl 1 Bmp24 iR BRI R 25 1 R i e
{8 : () Bmp24 RT3 AR RS - 5§ A Bnp24 LRI Y car 7 B[] wiBacmid (52K L Brmp24 S PR A ) P TR
B p24 LR (DB R BLRTE A SRS - 38 524 1 Brnp2d S R 3o 5438 48 A0 m3 41 8] 3] Brop24-ko-Bacrnid 15 7 1k PR 41

polh FER I 5, .
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1. 2.2 TCIDs s34t Bmp24 SRR G 5E
oAl
5K 1pg B9 wiBacmid . Bmp24-ko-Bacmid #1
Bmp24-re-Bacmid DNA Z I8 A& (Viewiwn * Viaa
=3+ DY B b F X AR KR BNV g
FEYeJ5 12.24.48.72 h #1096 h (AN B3 . ARG
FRIRZE R 47 A9 BmN B 5] b Al T 96 fLAR (1 X 10
A/HL) 27 CHERESE 24 h, MU EERF] 70 %0
~80%0 Jig » W U HE I 7 U B BE AR B (107 ~
109 JaHmh B G A 40y 96 fLAkHh (100 pL/fL),
BB E 8 N, If HA R HR 5 R 1)
ANREFLYE A BAMEXT BB, 27 CE LRGSR 5 d, A
BRI O SR AR R EE B M AN B PSR e i ALK
3 WKHE A S I TCIDs, 28 3 s B 1 3 5800 25 1%
JE I A R
1.2.3 W Bmp2d SEX TR RE R
Al
LA 3 R b3 (MOT= 10) 40 e b T X %k
FERIIAY BmN, 48 h J5 8.0 (1000 r/min, 5 min) Y
LU . 2 BONDCSCIR 18 Iy Jr ik [ L3 9] Fr
FYeta,, L) HitachiH-7650 RUg B 250 #r .
L.2.4  qPCR M Binp24 2R3 754k R 20 52 1]
p A
6 DR B e 1Y) witBacmid S B ifE 5. 4%
10° ~10° ABB BEAR UCHR B, & I 1 L Sy B Al k47
qPCR, Z:il bR 2. SR 05 404 1 pg 1) wtBac-
mid., Bmp24-ko-Bacmid 1 Bmp24-re-Bacmid ) 3&
KIZH DNA 5698 (Vigpnm ¢ Vna =3 ¢ 1) BmN(1 X
10° /85370 OB e e Jm 12,2448 h A1 72 h (9248
it BRI L DNA, LA Dpn 1 i #E 37 °C %A%
AL 12 b BRI ASE I EE R 20 DNA R R Btk i
17 qPCR™I 34, Lh gpdl (gpdl 2 BmNPV ODV
RN BRI, g pA 1 BRI 942 gy B A0 i J A
B AR AN B VR Ay 2k R 2H 52 ) /K P AR C ik B
A g pal FHFH BT [9) gpdl F A gpdl RGE
2). HTHR FRRENSE—, LR EIANS fAC
tin, FActin W 3 5] ¥ M Bactin F/Bactin R
(F 2,
%2 oPCR REFATAE54

/B S 51975
gp41F 5'-CGTAGTGGTAGTAATCGCCGC-3'
gpd1R 5'-AGTCGAGTCGCGTCGCTTT-3'
BactinF 5'-GCGCGGCTACTCGTTCACT-3'
B-actinR 5'-"TGCCGCAAGCTTCCATACCC-3'

1.2.5 qRT-PCR 43T Bmp24 ok %of i 2 L R 2 4%

SRR

Wtk 3 PR EESE YL 12,24 .48 h F1 72 h J5 Y40

J, BRI Y B RNA, DU [A] B AH 9 5 RNA A A5
MR o i JE 3 7 SRR G 7 S B cDNA (156 — 2%
B, LA cDNA AT qPCR, AR i IS 3
ANSLEE S BT Bmp24 FEPRIEI G AL e f-
3 BEIAFE D vp39 FAR BRI IL P p10 B SR RE .,
[FIRE O T B L RE R = A iR 22, 5 AN S BAc-
tin, MR lef-3.0p39.,pl0 FEH T 5153 5l 315
Y lef-3 F Fl lef-3 R, vp39 F HI vp39 R.pl0 F Fl
pl0 R(E 3),

& 3 oRT-PCR &M HAT A 1514

Bk EA S Gk 2l
lef-3 F 5'-TCGGATGACCGTTCTACCTCTT-3'
lef-3 R 5'-CTTCCAGCAGCATTGAGATTTG-3'
vp39 F 5-AGACACCACAAACCCGAACAC-3'
vp39 R 5'-“TTGATCGCCAACACC ACCT-3'

plo F 5'-GACACGAATTTTAGACGCCATT-3'

plo R 5'-CGATTCTTCCAGCCCGTTT-3'

1.2.5 Hdabr

FIFH SPSS17. 0 B4 X} S35 B4 AT 4812 4
Br 3 T A3 HL AR A5 S 36 41 22 [ S 15 A 3 2
5, P<<0. 05 FoR & HEURAFTE B 3% 25 5+, P<<0. 01
TR 25

2 HRESW

2.1 Bmp24 SR FIFUEZ R 5 1 48

Bl B EE H38 | PCR 338 545 K/ s L
cat-F Fll Bmp24-down S5 | #3347 & 1023 bp;
LA cat-R Fll Bmp24-up R 5| P 4 4547~ 399 bp;
L) Bmp24-up il Bmp24-down N 5| ¥ 3 2545 K
1424 bp, PCR 4R G/RY™ 1 ¥ /N4 5 HRH
FAFF (] 2-a) , e W] Binp24 ek 0955 24 1 L2 ¢
IR 44 8 Bmp24-ko-Bacmid

B2 R % B B g B PCR ¥ 38 72 9 K/ LA
MI3F 1 MI13R 2y 5| ¥ 4 34 547 g 3000 bp; LA
M13F fil pFastBacHTB-p24R 3| ¥ 14 &4~
2350 bp; LA pFastBacHTB-p24F i1 M13R K 5|4
P3G 5547 1390 bp, PCR 45 R LY 17”4 K/
YIS IS EAST (K 2-b) . KB Bmp24 1652 Rk 5%
FEE R ¥ i B 44~ Bmp24-re-Bacmid .,
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K 2 Bmp24 FEHRHRERIFIE R TR L PCR % E
FE: () Bmp24 H P 2 B 3 9 PCR % %2 ; M DL-15000; 1 1
Bmp24-up&. Bmp24-down i 5| #1#) PCR 745 2. I Bmp24-up-
cat-R 8|4 PCR 7245 3; L cat-F & Bmp24-down 5|4 11
PCR 724 ; (b) Bmp24 516 5 BB 5 1 PCR %485 1. L) MI3F
A MI3R R399 PCR =#);2: Lk M13F Al pFastBacHTB-p24R
J51491 PCR 7245 3: L) pFastBacHTB-p24F Il M13R 5| ¥ 1y
PCR =4,
2.2 Bmp24 $RIREEETH B A5
Wtk 3 b 25 Yl I o I 1) R e 7 BT
JE BN 409, LA TCIDs, 150 %
Z5R BR3P EEHR AT LA A A 800 A B
A 200 s » LB A 9 B 2 % ik (] 79 2 10
T LSS s (5 Bmp24 i 2R B 55 1 1% B2 g 25
I T8 25 A5 75 (P<<0. 05) , T & 42 A5 5 5 B 4=
UG AR L 22 AN i 3 (P=>0. 05) (J&] 3.,

LOXUWT  ——wtBacmid
—=—Bmp24-lko-Bacmnid

. LOx10T  —a—DBmp24-re-Bacmid

‘ml

5 10X 10°T

TCHD

1.0x10°T

1.0x 10

TS T s m w
S I Hin )
B3 3 iR EEEE e BN 205 114555 250 B I a2 ih 28

2.3 Bmp24 SR X #ERLT AL E ) R

¥ MOI 2y 10 By 3 i # L3584 BmN 41,
48 h JE A R A ML 28 [ L A Ul gL £ 3 55
HLBE M %%, 10000 X H 45 25 5 /R : Bmp24-ko-
Bacmidypg #g @4y it 248 i v (& 4-b1) 55 35 B0kL f 5
wtBacmid([&] 4-al) J; Bmp24-re-Bacmid([¥] 4-c1) P
s 75 HH LE B S A G 5 30000 X HEL 85 45 SR B R
Bmp24-ko-Bacmid 5 8 B4 9 240 i v 2 4 B/ 40
INEFTRRZE A (] 4-b2) 17 witBacmid J5 784 A 20
JH (T 4-a2) A8 Rt 0 20 AR A PR 7 L » T X
FhASAEAE Bmp24 FEPIER FE1RRI 7R B 4-¢2) .

K4 7 R 3 Pk e e BmN48h 5 i34 51 5 0L
T ral. B A UG T 9 BmN (10000 X)) 3 b1 {5l 25 55 75 2 e 1
BmN(10000) ; cl. &R B EEEYL AT BmN(10000<) ;a2. BfA: Bk
JEYL ) BmN(30000<) 5 b2, {55k B #3 UL 19 BmN (30000 X)) ; 2. 18
BTG BmN(30000<),
2.4 Bmp24 BA%F BmNPV 3[R 24 52 i (1) 50
WBE 3 Tl 25 2 e o I B] S 09 200 1 B 3B
DNA i#47 qPCR J3#r. 45 R 3K BBl & 4 Y i [A] 1
TERC, 3 T B 1Y gpdl FOHE DL AR HRBE 2 1 i H
Bmp24-ko-Bacmid FiI wtBacmid #H bt TG . # 2 &
(P=>0.05) ,iF5Z Bmp24 A~ 2955 5 5L JF 40 5 i 1
s B (] 5)

12r

2 wiBacmid
| B Bmp24-ko-Bacmid
- 10 O Bmp24-re-Bacmid & _}%—T
0 8F g g
= 7 RS
E: GF ”: 5 {'/-.c\e?'
= e 0 e
T oAt s g
2F f, e
7 s
0
72
5% il )ih
B 5 3 Rk REREE Y BmN J5 iR 24 DB RteT A
AL aPCR 7347
2.5 Bmp2d $RISFFIY] | W01 DR F0AR 1) [
e SR

WCEE 3 Tl 5 2 Y AR o BSF (1) i %) 240 L 2 B A
RNA i#47 qRT-PCR 73#r, qRT-PCR 5545 i 5%
Yo J5 AN [ B e S SE B A R Le /-3, vp39 I p10
1 ot {8, % B ACt= ACt e — ACtpyssem 3 AANCL=
ACt— ACtg o BB ITE AACE, K5 LL— AACE
FIGNAEBR o B Gl J I A A A A AR AR (8T L s 3 A
I BETE 2SI TA] B 1 3 SRk P G L 3R B iy
AL 22 5 MR AIHEZE R . 25 R RBIER
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Wi B4 Bmp2d AR X AR T U 20 A1y (A 2 e DR 2 1) S B S B 2 2% (9 52 W) 113

R B YR A LIS 7 AR RO R 0 I ) e /-
3 6-a) BRI BL R vp39 (& 6-b) FIAK i 3 5 (A
PLOCIE 6-0) 75 45 /> B 1A 114 5 S 7K P ER A% B A 7Y
ETE. 22 F I (P<<0. 05) , il & B 5 B A= R 6 g
FF#F(P>>0.05) . Bmp24 FeR A Al 5 4h T 1% —
HRBE

20

= wiBacmid
_ E Bmp24-ko-Bacmid 4
. 151 o Bmp24-re-Bacmid
=
5 1o
fl.l
Sk
¢ 48
A umiim
() PG et 3SR B4R
25r £ wilacmid
20} B Binp24-ko-Bacmid
< O Bmp24-re-Bacmid
2 st
L5l
-
fﬂ 1
1
LT 24
FERL R )b
(b) 3TIETE FIvpIoFE K AT
95
23 A wiBacmid
ap L B Bmp2d-ko-Bacmid
OBmp24-re-Bacimd
i
=]
-]
I
12 24 T
FERL R )b

(¢) 3F1g S L 0% AR T S A7
B 6 3 i aE of i 75 DY 2L ST B S
3 i i

RHISC Rt 58 A B p24 kPR AR R I 36 2 B
FERIRZA A IR 1 (H % 5 PR A o 2 5 AR g
HEAR T REAS AN o P AR S 56 1) ] Red FE2H A9
Ji¥k K Bac-to-Bac GRS HAEANMLRRGE b (1 945 2
REVEATTIR AT .

ULAEXS BmNPV 8 5 5 A5 E 0 22 . 1M 2 A
BRI AT TR IR A ROT 152 — . Red FAEL
ARG Bm61 BRI B B RS 2 RS 7 95 75T
JE RN RE A AL e Ja 12~96h. Bm61 BRI TIF A2
SO A0 T B30 BE A 58 A B Bmp2d FE

SR B 1Y) T R (I 35K T B AR AU (P<<0. 05) 5[]
AR AR S i — 20 R I Bmop24 BE PR 1 8RR 52 i
AR BT A A2 Tt X A 7 A 34 i A 0 2
()52 I HLEEAT TR AT ST

1E AcMNPV JEF A H il A 8T8 p24 JEH
I S e BIZ LR (10 2 1% % ik IR 41 5 I 5
Wi A S5 R B Bmp24 (1 8K X% BmNPV
gp41 BEPRE I TC B E 5, p24 XF BmNPV Al Ac-
MNPV 5 8¢ 55 K &2 i A AL D g, gRT-PCR
FIAER IR Bmp24 §AE AR H 2 HA
FH  {H Bmp24 R 23 1 25 FEAR BmNPV
FUFEDA Lef-3 W31 3L R 0p39 FIAR LI EE ] p10
(1) SR LA ML RRR ABFSE

AN Bm56 [7] Bmp24 —FE, W ERXEZR L
i 1A 7 R B B 4 A 3 R DL AR I oY o
qPCR 3255 & Bl Bm56 2% BmNPV 5 75 5 K 41
SRR S AT S 250, T AR 5% & B Bmp24
AT BmNPV 9 5 3L AL & il K E & A B 3%
S H B B AR A I 2 A 1 I e s Ko 4R
i Bmp24 F1 Bm56 %t BmNPV % 25 5L K 241 & il 1)
Vi B3R 5 A8 7] o A Rl — 2 5% 5 1T 3 % 25
SEPR A 5% S A F I 25 5 S ML A R AIESE

AR SLIGISE R IR Bmp24 SR HAG — 2 4%
TIHE » 5 M 1995 B 14 58 A 41252, P BmNPV g
AL A

SE
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Effect of Bmp24 Deficiency on Replication, Transcription
and Virus Assembly of BmNPV

CHEN Chen“, YU Wei** ,SHI Lili** ,GONG Chengjian®’, JIANG Lei" , TONG Fudan®"’
(a. Institute of Biochemistry; b. Zhejiang Provincial Key Laboratory of Silkworm Bioreactor and
Biomedicine, Zhejiang Sci-Tech University, Hangzhou 310018, China)

Abstract: This research intends to study the biological function of Bmp24. We constructed Bmp24-ko-
Bacmid Red recombination technology and Bac-to-Bac system. Then, Bmp24-ko-Bacmid, Bmp24-re-Bacmid
and wtBacmid transfected BmN cells. It was found through virus titer that the three viruses could generate
viable progeny virus and induce cell pathogenesis, but the titerring values of Bmp24-ko-Bacmid was
markedly lower than the other two types of viruses in various phases (P<C0. 05). Transmission electron
microscopy result shows that among the cells infected by Bmp24-ko-Bacmid, there is only a small amount
of long slender rod-shaped structures, while the other two virus-infected cells can produce large amounts of
mature virus particles with capsule package. The qPCR result shows that lack of Bmp24 will not affect the
replication of the viral genome. And the qRT-PCR result shows that lack of Bmp24 will reduce the
transcription levels of early gene, late gene and very late gene which are significantly lower than that of the
wild-type virus (P<Z0. 05).

Key words: bmnpv; Bmp24 gene; Red recombination system; Bac-to-Bac system;
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Anti-tumor Activity Anaysis of Several Natural Pyrones Derivatives
ZHENG Xusheng', LI Huihui*, L1 Qi*, TANG Yu*, WANG Yigang', XU Chuanlian’
(1. College of Life Sciences, Zhejiang Sci-Tech University, Hangzhou 310018, China;
2. School of Pharmacy, Tianjin University, Tianjin 300072, China)

Abstract: Natural pyrones derivatives with stronger anti-tumor activity were gained through antitumor
activity analysis of several such compounds. MTT was used to detect the cytotoxicity of 6 natural pyrone
compounds on tumor cells after structural modification and reconstruction. The results show that the
antitumor activity of LiQ-1 and LiH-[V-80 is significantly strong. LiQ-1 was used to analyze its infleunce
on erythroleukemia K562 cell growth, and the result presented dose-dependent relaitonship. Through
analysis and comparison of compound structure, it is proven that for LiH-1V-80, LiH-1V-50-2 and LiH-III-
122-2, lactonic ring formed in 7-position plays an important role on tumor inhibition cell proliferation. For
LiQ-1, LiQ-2 and LiQ-4, 4-position OH has a great affect on tumor activity.

Key words: natural pyrone; structural modification; MTT; anti-tumor activity
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