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Identification and Expression of Immunogenic Protein

of Vibrio Parahaemolyticus
TIAN Li-hua , YE Zhi-cang , WEN Liang-you, PAN Jian-yi, ZHAO Fu-kun
(School of Life Sciences, Zhejiang Sci-Tech University, Hangzhou 310018, China)

Abstract: This study screens and identifies outer membrane protein with good immunity in outer mem-
brane protein of vibrio parahaemolyticus using proteomics and immunological technique and lays foundation
for the research and development of subunit vaccine for the prevention and treatment of vibrio parahaemo-
lyticus diseases; prepares antiserum using inactivated vibrio parahaemolyticus immunological ICR mice;
analyzes screened immunogenic protein through SDS-PAGE and Western Blot of outer membrane protein
and identifies immunogenic protein through MALDI-TOF/TOF-MS mass spectrometry; conducts cloning
and expression of immunogenic protein VP0802, optimizes expression conditions of this protein and finally
purifies protein VP0802; immunizes the mice and obtains antiserum and verifies the immunogenicity of pro-
tein VP0802. Results: the titer of antiserum obtained by immunizing mice is 1 : 5 000; it is determined
through western blotting analysis that 12 kinds of outer membrane protein have good immunogenicity, 10
among which are identified by mass spectrometry, i. e. LPS-assembly protein, VP0802, Maltoporin, Chi-
toporin, OmpC, OmpA, OmpU, OmpK, VP1243 and VP0966. Highly expressed strain of immunogenic
protein VP0802 is successfully established; this strain is induced under the condition of low temperature
and slow speed of revolution. The target protein still exists in the form of inclusion body. When it is in-
duced under the condition of 37°C, 220 r/min and IPTG final concentration 1 mmol/L, the target protein
has the highest expression quantity. This study purifies protein VP0802 obtained and verifies the immuno-
genicity of this protein. It indicates that many proteins related to immunogenicity exist in outer membrane
protein of vibrio parahaemolyticus and some proteins are found to have immunogenicity for the first time.

Key words: vibrio parahaemolyticus; outer membrane protein; immunogenicity; VP0802
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