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Establishment of Stable SIRT 1 Gene-Downregulated

Hepatocarcinoma Cell Lines by Lentiviral Vector
ZHANG Xuan', LIU Jia*, MA Lei-na *, HU Xu-pang', LIULi', QIAN Cheng'
(1. School of Life Sciences, Zhejiang Sci-Tech University, Hangzhou 310018, China;
2. Southwest Hospital, Chongging 400038, China)

Abstract: SIRT1 is closely associated with malignant phenotypes in many types of cancer, but its role
in HCC progression is still unknown. To find the relation between SIRT1 and Hepatocellular carcinoma
(HCC), through construction of lentiviral vector, viral production and package, selection with puromycin,
and validation of SIRT1 knockdown efficiency by immunoblotting, the anthors successfully establish hepa-
tocarcinoma cell lines, Hep3B and PLC/PRF/5, in which SIRT1 expression is stably downregulated, pro-
viding a basic model for further study the role of SIRT1 in HCC formation and progression.
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Blind Detection Algorithms for Forged Images

Based on Artificial Neural Networks
GAO Qiang , ZHANG Hua-xiong
(School of Informatics and Electronics, Zhejiang Sci-Tech University, Hangzhou 310018, China)

Abstract: Blind detection algorithms for images is a technique which uses image itself statistical fea-
tures to identify the forged images. In this paper the authors bring forward a new algorithms which is
based on imaging principle of digital camera, using artificial neural networks to forecasting the relationship
between the relevant pixel. The image which has not been forged has only one interpolated algorithms, but
the forged one may have two or more, so if using artificial neural networks to forecast two types of these
images we will get different results, by this difference can find forged image. The result of simulation
implies that this calculation has some effects.
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