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Ad5 /11 A RURG H 15 42 ki pPES-FL1B-RC(+) f 48 — & K24 25 5 iF B ANBE S Bk 5 5L IR I 7
SLERE A, pDC311-SiIRNA Bikilly [l Macromix A w] . 525652 FH BRI 1 VI EE 5 % #2639 14 B NEB 24
), BRI F &M H MN A #], Lipofectamine2000 i3 & #1 QIAamp DNA Blood Mini Kit &3 & 3414
F Qiagen AF], AMEAIMIPE PLC 3 85 220 K2R 07 IR AR B 3 2 VAT T L I SR A7 . A1l
FHREFREII H Gibeo A H] . RNA fli3& a0 & 33 4% 570 & 2 qRT-PCRIXFH & W H Qiagen A F].
L2 SEEJrik
1.2.1 Jfkr pDC311-miR-29b ff4 2 & %5

P51 RN SR Oligo6. 0 3Rt —XF 514, 34 b FilEs b 551 A Xho T F1 Spe 1 fiY)
BLE SR AIE

219 1.5 -CCGCTCGAGGAACCTTTGTCTGGGCAACTT-3';

319 2:5'-GACTAGTCCACATGCAATTCAGGTCAGT-3';

PAIAFERZH DNA iR, it PCR P73 pre-miR-29b Bt 973428 Xho 1 #1 Spe 1 figY], DNA [1]
WA & PSS B [T 4 5 2 AR TR DD R pDC311-SiRNA #8048 R Be 16°C i i 4 , i 4 7 W % Ak
E. coli DH5a FFE , PREUBHME 72 R 38 I $12 U0k , 3 3o D) %6 o Sl ok . %858 IEAf 9 pDC311-miR-29b
i LI W T i 5 R B3 80 SO ASHE A LE A
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FIH Lipofectamine2000 5 &, ¥4 ik pDC311-miR-29b F1 Ad5/11 it 4 71 i 35 15 42 Jf ki pPE3-
F11B-RC(+)3taL e 3 293 40 fd 5 JE 058 AL HE Ad5/11-miR-29b, FEALULS 9~14d H IR EEAS BE. £ 3
WIR B2 BEAlf, , 75 5] 3 B 51 5095 5 Ad5/11-miR-29b., 5% Qiagen /A FAE UL, 1 A QlAamp DNA
Blood Mini Kit il & 2R EE DNA, WS 9 1 #5149 2 3547 PCR 984, 97384 7= W04 1 03 BR e BE A
LATRIK S HT . R E A RRE EEAE 293 AN rh R AT SR L ) SR 5 R A B RO vk ik AT A4k, OF
TCID50 ¥ 45 5 2H s # Ad5/11-miR-29b BT E
1.2.3  Ziffirh miR-29b #ik &7

A3 SELLL TR PR K A 4 .02, A549 . H460, H1299, HepG2, Hep3B,PLC,7721,7404, W{k. 5.
B8 s AT B 6 FLAR, 1< 10° /4L, 5% CO,, 37°CIEE . 40t 2 X800 . AL 451/ 700 pL Trizol
PR AN, I Qiagen 242 F] RNA 370 S FE 4 s RNA, IS 70 5% 5%, DL 1.02 St A4 i,
U6 N Z, gRT-PCR &l 41 i miR-29b ARk &,

U6 51750 F

214 3.5 -CTCGCTTCGGCAGCACA-3';

214 4.5'-AACGCTTCACGAATTTGCGT-3';

1.2.4 miR-29b %} DNMT3A F1 DNMT3B JE K (4 #4543 47

OGBS R 20 M, T R R s A il 6 FL AR, 5 < 10° /4L, B LA 2 mL Bl E A, 500 CO,
37°CHER 24 hs I IMIE IR Hie MOI=5 A Ad5/11-miR-29b, +F k4840 5245, 2 h 5 & 5 %0107
AR 48 h J5 3 1 BALAr A 700 pl Trizol 24k A A0 A 1 FH Qiagen 28 F] RNA Sl 455 & 42
YA RNA, IR 2R 173 5% 5%, L GAPDH RN 2, 347 YL 75 A0 240 75 R X B8, gRT-PCR A6 I 41 g vh
DNMT3A il DNMT3B 3t [ [ Fe ik 1481k
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2.1 4k pDC311-miR-29b YR %E
#HAK pDC311-miR-29b M ER U I . BE DI AT %5 . H Xho 1 F1 Spe T iFUI452 1 188 bp #1 3 918 bp 2 %
i Xba 1EEYIFHE] 1 236 bp 1 3 870 bp 2 Z&47 Y H i 45 K/N S BB AEAIAT (] 1) [RIEHI e 45 S
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M: DNA Mix Marker, 1. pDC311-miR-29b with M. % DNA Mix Marker, 1~3. ¥ 08 50l . N 25 Negetive, a & P 3 pDC311-
Xho 1 & Spe 1, 2. pDC311-miR-29b with Xba 1 miR-29b, b & P & pPE3-F11B,c & P 3 pXCl
K1 HHEGA pDC31T-miR-29b HYRFTI%EE Kl 2 E2H i ae s e
K 2Ca) fir 7, B IR FE R RE D 1Yt 1 188 bp 9 H A A% 5 B IR — 20, Sl B IR 1 & A
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&l 2(h) fzs , S R 2 A RED 48 Y 731 bp B9 H A 2500, 5 PV IR — 2 W B2 R s i & A 11
#l fiber,
Kl 2(e) iz, A R B N BB 1Y th 55 PR XS I — 20y 748 bp 19 H B A% Ul B 8 20 IR 2 R 5%
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&5 s e T E A EE Ad5/11-miR-29b J5 . PLC Ziififi v DNMT3A Fl DNMT3B (s 854
B R R, 60 miR-29b 7E e 4L th st DNMT3A 1 DNMT3B #y2& ik i i 845 /T .

3 % it

PRAC R BRI » T LA i 2 20k 5L DR 45 #7055 BV S 38 gt 2 22 Ji5 (045 3 b i PRI 2R 3 AL L o
— PP R P DNMTs &35 DNMTs & A4 EiG . KEZHMRE A DNMTs /KF-Fik
A o T LE 5 A0, 5 3 2 DR 3 TR AR S AR . 5L 228 5 R M AR AN TR) o pi T e JBE Y 36
e T 53 501 0 s 35 PR 2 S5 G 908 A AR SR PR AR B 1) e 47 DAL MBS 3, R 52 35 PR 114 1 3 R AR ZS T A
TS L W T RE  FST i AR X DNMTs B BoRiE Mg A 1. &8 DNMTs g LR
AT g U Ik DNMT's 36 P4 o AL A PR TS R 2 3G v . Hod DNMUT il 5700 26 9 3k 2 — 2 ok
i DNMT's ()36 P i 5L D9 1) 5787 SR ARIRES s MTT R BN BT SR 26 . s Il 7 a0 6 2 L RNA
INFF 85 RNAGIRNA) LKA ZE I L SEARRAF ST 43341 19 microRNA 1 % 815 DNA &
HRAAZEDIN L ER, W95 H & P2 microRNA 5 DNMTs J£H mRNA (1) 3'UTR Z54 . $ /R % e
microRNA 5 DNMT's &K [ FRIBAFAERR R L 13X 2L microRNA A7 s 40 it Hp S (IK3R 1k .

PRI, AR i 2 AT T miR-29b 7E 224 I 20 ik v i e 0k oL 45 SR B miR-29b 7€ il 40
HEL R S A o 3k 34 5 R AL 5 2 w0 SCER AR TE AR . R B A B AT miR-29b A Sl 8 A AR IR A
Ad5/11-miR-29b, LUK miR-29b 75 AT 40 o bk PLC 9323k, -4 miR-29b AR &5, % 24 it 4 3
P DNMT3A I DNMT3B {540, {3 F DNMT3A F1 DNMT3B 76 40 i % 3k # 3E %% Western Blot-
ting RATIME]X 2 N I RIK, SR, 8 gRT-PCR fa il & B PLC 4l f /B L5 % 48 h J , W I AL i
DNMT3A Fl DNMT3B ik i FFEAC. 7] W HHE M miR-29b 1% i5 & 5 DNMT3A . DNMT3B fy&
IR B UG, B 78 miR-29b Al 7E 5 5K - £ ) P8 4% DNMT3A DNMT3B Y15, AW 57 45 3 2 A
FH miR-29b %} DNMT3A F1 DNMT3B {4 &4/ FH , BT DNMT3A F1 DNMT3B Xof—He i L PR {14 5 3 H
FEAk DT PR 52 10938 S5 DXL A P 200 6 v P L 23K IR R AR VR S e — I T =2 A s e il Bh iRy T Bt
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Regulating the Expression of DNA Methyltransferase in
Liver Cancer Cells by miR-29b

LU Sai-quns JIN Hua-jun, QIAN Qi-jun
(1. School of Life Sciences, Zhejiang Sci-Tech University, Hangzhou 310018, China; 2. Eastern
Hepatobiliary Surgical Hospital, Second Military Medical University, Shanghai 200438, China)

Abstract: Abnormal DNA methylation plays an extremely important role in tumors. DNA methylation
is completed through DNA methyltransferases (DNA methyhransferases, DMNTs). The miR-29 had a
certain relationship with the expression of methylation transferase. In this study, an adenovirus vector car-
rying miR-29b is constructed and the virus is used to infect the liver cancer cell PLC. Then qRT-PCR is ex-
ploited to detect the relative quantity of miR-29b and methyltransferase in the infected PLC cells. The re-
sults show that the adenovirus carrying miR-29b can effectively elevate the cellular miR-29b and inhibit the
expression of methyltransferases.

Key words: miR-29b; DNA methyhransferases; DNMT3A; DNMT3B
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The Status and Conservation of She’s Costume in Jingning
CHEN Jing-yu'
(1. School of Fashion, Zhejiang Sci-Tech University, Hangzhou 310018, China;
2. College of Textile and Clothing Engineering, Soochow University, Suzhou 215000, China)

Abstract: With the research of field study of costume culture, the paper analyses the shape of tradi-
tional costume in Jingning She minority autonomous county in Zhejiang, describes the feature in dress and
personal adornment. On the basis of the present situation of She’s costume, this paper expounds on the
main problems to She people, gives new view of solid-protection and live-inheritance.

Key words: She; costume culture; status; conservation
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