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Study on Influence of Executive Strength of Technological Innovation

Policy on Corporate Innovation Performance
CHENG Hua ,» LI Dong-qin, YANG Yong-feng , QIAN Fen-fen, CHEN Li-qing
(School of Economics and Management, Zhejiang Sci-tech University, Hangzhou 310018, China)

Abstract: To promote the improvement of technological innovation ability of Chinese enterprises, the
central government and governments at all levels have issued a lot of technological innovation policies suc-
cessively. It is very urgent to evaluate the performance of executive strength of innovation policies. This
paper quantifies innovation policies according to certain standards and respectively measures the influence
of executive strength of innovation policies on corporate technical performance and economic performance
with data from China Statistical Yearbook on Science and Technology and extended production function
model. The research shows that the executive strength of technological innovation policies in China can
promote corporate economic performance and technical performance. In terms of the degree of influence of
executive strength of technical innovation policies on invention patent application of medium-and large-sized
enterprises, the order is eastern coastal region, central region, northwest region, southwest region and
northeast region in descending order. Finally, this paper puts forward countermeasures and suggestions for
improving Chinese technical innovation policies and regional innovation performance.

Key words: technological innovation policy; innovation performance; regional difference; empirical study
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Study on Transgenic ldentification System of Corn Telomerase
RNA Template Gene Candidate Sequence

ZHENG Jie, YANG Li-yuan, MA Guo-xing , MA Deng-xu, LIU Xiao-chuan
(Bioengineering Institute, Zhejiang Sci-Tech University, Hangzhou 310018, China)

Abstract: This study uses pPCAMBIA 1301 shuttle plasmid and LBA 4404 bacterial stain for dip dyeing
of callus induced by mature embryo of different species of corns so as to establish transgenic identification
system of corn telomerase RNA candidate sequence; establishes two pCAMBIA 1301 shuttle plasmids con-
taining corn telomerase RNA, one of which carries corn telomerase RNA candidate sequence with normal
template area(wild type) and the other of which carries telomerase RNA candidate sequence with site-spe-
cific mutagenesis of template area(mutation type); then respectively dip-dyes the callus induced by mature
embryo of sweet corn and waxy corn. The result shows that the callus induction rate of sweet corn is about
40% and that of waxy corn is 80% in callus culture; in terms of resistance screening culture medium, re-
sistance callus has been successfully obtained; PCR identification shows that callus genome respectively
contains normal and mutational target fragment. This means that transgenic identification system of corn
telomerase RNA candidate sequence has been successfully established, thus providing effective technique
for further identifying relevant candidate sequences.

Key words: sweet corn; waxy corn; telomerase RNA template gene candidate sequence; agrobacteri-

um-mediated method; resistance callus-mediated transformation; Resistant callus
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