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Research on Detection of Transgenic Tomato with PCR in Combination
with Nucleic Acid Spot Hybridization Technology

LIANG Yan-jun, CHEN Wen-hu, WANG Meng-na ,» XU Ai-zxia,» FENG Jun-li
(Bioengineering Institute, Zhejiang Sci-Tech University, Hangzhou 310018, China)

Abstract: It is especially urgent to establish a complete tomato transgenic detection system based on
transgenic tomato safety evaluation. This paper detects positive control plasmid PBI121, No. 1 Huafan
sample and negative control cooperation 903 tomato with the traditional PCR technology and nucleic acid
spot hybridization technology commonly used in detection of transgenic crops in allusion to 35S (cauliflower
mosaic virus promoter), NOS(nopaline synthase terminator), NPTII(neomycin transferase gene), 35S
EFE (35S and cross-linked structure of tomato EFE gene) and Lat52(tomato reference gene) commonly
used in transgenic tomato. 35S, NOS, NPTII, 35S-EFE and reference gene Lat52 are detected in No. 1
Huafan and only reference gene Lat52 is detected in negative control tomato cooperation 903. The test has
a good repeatability and high detection sensitivity. Both methods complement each other and eliminate

false positive. Nucleic acid spot hybridization can detect multiple foreign genes once and increases the de-
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tection flux and provides reference for tomato transgenic detection in China.
Key words: transgenic tomato; exogenous gene detection; qualitative PCR technology; nucleic acid
spot hybridization
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Preliminary Research on Synthesis of 10-hydroxycamptothecine

Derivative and Its Antineoplastic Activity
CHEN Wen-duo*, HUANG Yue*, DONG Miao®, XU Shao-wei*, ZHOU Wei*, TANG Bin®, XU Tao*
(a. Bioengineering Institute; b. Xinyuan Institute of Medicine and Biochnology,
Zhejiang Sci-Tech University, Hangzhou 310018, China)

Abstract; To improve the water solubility and stability of 10-hydroxycamptothecine, this research pro-
duces camptothecin derivative-10, 20 (S)-O-disuccinyl hydroxycamptothecine by synthesizing it with suc-
cinic anhydride through esterification, represents the characteristics of the derivation with HNMR and
measures the solubility of the derivative with water bath mixing method; detects the growth inhibition of
colon cancer cell SW480 by the derivative with MTT colorimetric method; conducts DNA fragmentation a-
nalysis on and detects its influence on apoptosis of colon cancer cell line with Hoechst 33342 staining. The
result shows that the water solubility(25°C) of the derivative is 2. 3 mg, 21. 8 times higher than that of 10-
hydroxycamptothecine; the growth inhibition of tumour cell depends on dosage/time and its median inhibi-
tory concentration(1Cs, value) is 700 nM; agarose gel electrophoresis finds typical DNA scalariform pat-
tern. Hoechst 33342 staining shows that camptothecine derivative can induce cell apoptosis.

Key words: 10-hydroxycamptothecine; 10, 20(S)-O-disuccinyl hydroxycamptothecine; water solubili-
ty; apoptosis
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