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L1 ik
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BO 247 ; Tag DNA polymerase., Ji& [R5 &6 B
b R AR A T AR PR 2 |5 BR A oy U) B  T
DNA # 4 . PCR 74 BIGA ) &390 B Takara
arsiRypiv vk B n oy AN E BRGNS TN Y/ E s N
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HoA R o B 30 4 B 4k
1.2 EGA JEFH Y vikE
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PEAS 24T 4k R EGA (3P 5. SPEGAL Nhe
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2, Y YH PCR ) bl & alift.
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T R F RIS
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FU#51% : SPEGAL Nhe | 1pl
T4 : EGAMC2 EcoR [ 1L

DNA 4 i : KOD-plus-neo DNA polymerase 1pl
10X KOD-plus-neo buffer 5ul
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Kan(50 pg/mL) $70P - i 1 , 75 21 (14 BH 1 B Ak D
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it TG 3 5 Ty 1 -
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{14 it it Ry — 9 ) B
L5 ZF4ERE EGA 5ot
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HHERM EGA W IR ARG Tk 5 B 4 4 R i EGA
) pH 1k .
15,2 REEXTEFERRE EGA gL S AR e P2
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EGA Byl RN . RIR G IR 5L BIF 73 BT
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Research on Expression of Cellulase EGA Gene in Bacillus Subtilis

and Properties of Its Product
ZHANG Man-li , GENG Xin-wei » WANG Meng-ting » JIANG Lei, ZHAO Fu-kun, CHEN Wei

(Laboratory of Proteomics and Molecular Enzymology, Zhejiang Sci-Tech University,
Hangzhou 310018, China)

Abstract: Bacillus subtilis is an efficient exogenous protein expression stain which can secrete the tar-

get protein into extracellular culture medium. This research clones the gene order of cellulase EGAA from

ampullaria gigas gastric juice symbiotic strain Bacillus sp. Strain AC-1 genome and establishes expression

vector pAUsp-ega of recombinant bacillus subtilis of cellulase ega using genetic engineering technology.

This vector contains a strong promotor and signal peptide and can express exogenous protein with induc-

tion by amylum. The enzyme activity of culture medium supernatant obtained by recombinant cellulase ega

with CMC-Na as substrate and bacillus subtilis protease deletion form stain WB700 as host bacteria reaches

1120 U/L. This cellulase shows the maximum hydrolysis vigor when pH=6. 0; its most appropriate reac-

tion temperature is 60°C. It has a good stability under acidic condition and has a good application prospect.

Key words: bacillus subtilis; cellulase EGA; secrete; sodium carboxymethyl cellulose
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